
Q: What do boat-boring
bivalves and stinkbirds have
in common?
A: Their guts are just two of 44
new CSP 2009 targets.

In the continuing effort to
tap the vast, unexplored reaches
of the Earth’s microbial and
plant domains for bioenergy
and environmental applications,
the DOE JGI has announced its
latest portfolio of DNA sequenc-
ing projects for the coming year.
The 44 projects, culled from
nearly 150 proposals received
through the Community
Sequencing Program (CSP), will
collectively generate more than
60 billion nucleotides of data.

“The scientific and techno-
logical advances enabled by

the information that we gener-
ate from these selections
promise to take us faster and
further down the path toward
clean, renewable transporta-
tion fuels while affording us a
more comprehensive under-
standing of the global carbon
cycle,” says Eddy Rubin, DOE
JGI Director. “The range of
projects spans important ter-
restrial contributors to bio-
mass production in the Loblolly
pine—the cornerstone of the
U.S. forest products industry—
to phytoplankton, barely visible
to the naked eye, but no less
important to the massive gen-
eration of fixed carbon in our
marine ecosystems.”

With new

Genomics is accelerating
improvements for converting
plant biomass into biofuel, thus
bringing closer to reality wide-
spread use of an alternative to
fossil fuel for the world’s trans-
portation needs, reports Eddy
Rubin, DOE JGI Director, in the
August 14 edition of the jour-
nal Nature. In “Genomics of
cellulosic biofuels,” Rubin lays
out a path for how emerging
genomic technologies will con-
tribute to a biofuels future that
is substantially different from
the present corn-based ethanol
industry—and in part mitigate
the food-versus-fuel debate. 

“The Apollo moonshot and
the Human Genome Project
rallied support for massive
R&D efforts that created the
capabilities to overcome
obstacles that were not con-
templated at the outset of
these initiatives,” says Rubin.

“Similarly, today’s barriers to
improving biofuels are signifi-
cant, but genetics and genomics
can catalyze progress towards
delivering, in the not-too-distant
future, economically viable and
more socially acceptable biofu-
els based on lignocellulose.”

While Rubin acknowledges
that this strategy is in its
infancy, rapid progress is
being made.   

“Over the past 10,000
years, wild plant species were
selected
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Among the CSP 2009 targets is the contents of the enlarged crop
of the Hoatzin, Opisthocomus hoazin, or Amazonian stinkbird, which
is unique among known avian species by virtue of its fermentative
foregut. 

Director Rubin
Reviews
Genomics of
Biofuels in
Nature




















