Community Sequencing Program: Project Proposal
Proposals will be evaluated within a six-month period. To avoid unnecessary delays, we encourage applicants to contact the CSP with a letter of intent to verify a project’s suitability for this program prior to submitting the project proposal.

Proposer’s Name:_______________________

NOTE: Please attach your Curriculum Vitae.

Other Participants:_______________________

Complete List of Authors:_______________________________

Organization:__________________

Address:_____________________

Phone:_______________________

e-mail:_______________________

Project Title:_______________________________

General Guidelines:

Please prepare your proposal in 12-point Times font using the . Guidelines and specific page limits for each section are given below.  CVs of lead participants in NIH biosketch format should be appended to the PDF and are not counted in the page limits. A reference list and any letters of support or collaboration are also in addition to the page limits.

Proposal Sections:
A) Brief description:  (Limit 1 page)


Abstract:   

[Introduce the project, and briefly describe its scientific merits.]

Scope of Work: 

[Include expectations from JGI beyond generating the raw sequencing reads, along with justifications. i.e., assembly, annotation, human validation, gene annotation jamborees, collaboration regarding interpretation, additional efforts at gap closure, etc.]
B)
Background information (Limit 4 pages)

Technical Information: 

[Specific information on genome size, G+C content, polymorphism level, and repeat structure with details about how these are known. Proposals to the Large Genome Program must include high quality information about each of these factors or review cannot be completed.]

Available Resources: 

[Genomic resources already in place to aid this project. e.g., physical maps, genetic maps, fingerprinted BAC or EST libraries, etc.]

Scientific Importance: 

[The importance of this project to the scientific community, including an estimate of the size of the beneficiary research community.]

Post-sequencing Plans: 

[Plans in place for follow-on studies using this data, including information on the competence of the proposers to perform this work or plans for collaboration with JGI or others to achieve scientific goals of the project.]

Technical Challenges: 

[List any potential technical difficulties.]

Scheduling Requirements: 

[Specify any relevant scheduling requirements.]

C)
Project Description:

Limit 5 pages  for shutgun sequencing of requests <400 Mb (e.g . 8X coverage of genomes <50 Mb, microbial communities or directed sequencing projects)

Limit 10 pages for sequencing requests between 400 Mb and 2 Gb (i.e. 8X coverage of genomes between 40 and 250 Mb. 

Limit 15 pages for sequencing requests > 2 Gb ( i.e. 8X coverage of genomes larger than 250 Mb. 

[Use this section to emphasize the scientific merits of your project. Your description should highlight the scientific questions to be addressed or answered, the importance of the research, and the ability of the proposed research to advance our understanding of the natural world.]

D)
References:  (No page limit)

[bibliography that supports the proposal].

E)
CV’s of lead investigators: (3 page limit for each investigator) 

[Use NIH biosketch format]

F)
Letters of support: (No limit)

